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- = Blob Filtering (Set by example targets) RPN = e
3 My best grid e 0 a
N RALSE AR Filter Blob Area: 3775 14107.5 (A

Probably bad
Likely junk
Protein A-1
Protein A-2
Protein A-3
Protein B-1
Protein B-2

Min. score to accept

Acquisition Target Sampling

Use subset of the acquisition targets

Protein B-3

Sample Maximal of
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\\% S ' Modification of Leginon for autoscreen r.]

Existing Leginon square/hole finder too optimized
for a single grid => Unstable for multigrid screening

* Interface with Ptolemy
- execute shell script from python->Ptolemy command line
* loading json results (center, score, area, brightness)

» Square finding on grid atlas « Grid area threshold
individual tile
ot mUIti-thread Score vs Area

Probability Score

Area

Blob Filtering (Set by example targets)

Filter Blob Area: 4000 20000




'y @ ' Aim for diversity in autoscreen

- Sampling Squares
* Pick squares with the highest

Target Selection

Max. number of targets:

PtOIemy p rO babi I ity SCO re Number of target group to sample:

Cover each square with:

within each area-sorted square

group

6
3
1 targets
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Using Ptolemy hole finding ls_[ A
at medium mags

* Ptolemy hole localization - Leginon sampled Holes
* No parameter setting * ice-thickness -sorted
required groups

* including convoluted
targets in hole

L 0001050940 wvO2 00002 1, my:G




Success

* Operators want to
use smart-leginon
autoscreen. g

* Ptolemy hole
localization is
preferred by
operators, too. &




Room for improvement

Score vs Area » Square Classifier
model may need
grid mesh and
pixelsize as prior to
scale score

 Hole Classifier not
good enough

Training data grid/foil type

~ I Active Learning

C
Lacey C
Lacey gold

Spotiton / Lacey

Auw/Cfim? « Square Finder
— does not work on
0 5 10 15 20 25 30 35 40 Chameleon and
Lacey grids
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