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Number of projections Group 1 Group 2 Group 3 
Conformation 1 100 35 13 
Conformation 2 41 88 19 
Conformation 3 22 17 110 
Assignment  61% 63% 77% 
b 
Number of projections Group 1 Group 2 Group 3 
Conformation 1 127 19 4 
Conformation 2 7 137 6 
Conformation 3 2 2 146 
Assignment 93% 87% 94% 
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The goal: a “90o tilt”
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OTR Reconstruction of the Chromatin Remodeling complex RSC 
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The two major RSC conformers accommodate a nucleosome
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Putting it all together
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How do this new reconstruction compare with the 
previously published ones?
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